Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.051; wR factor = 0.132; data-to-parameter ratio = 13.7.
Experimental
Crystal data = 77.479 (2) V = 701.4 (4) Å 3 Z = 2 Mo K radiation = 0.12 mm À1 T = 298 K 0.18 Â 0.17 Â 0.13 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2001) T min = 0.980, T max = 0.985 4694 measured reflections 2942 independent reflections 1788 reflections with I > 2(I) R int = 0.025 Refinement R[F 2 > 2(F 2 )] = 0.051 wR(F 2 ) = 0.132 S = 1.01 2942 reflections 214 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.21 e Å À3 Á min = À0.22 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) x; y À 1; z þ 1.
Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: SU2366).
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Comment
In the last few years, the synthesis and crystal structures of a number of hydrazone compounds have been reported Horkaew et al., 2011; Zhi et al., 2011; Huang & Wu, 2010) . The compounds derived from 2-hydroxy-3methylbenzohydrazide have seldom been reported As an extension of our work on such compounds Zhu et al., 2012) , we report herein on the crystal structure of the title compound.
In the molecule of the title compound there is an intramolecular O5-H5···O4 hydrogen bond (Table 1 and Fig. 1 ). The (C1-C6) and (C9-C14) benzene rings make a dihedral angle of 3.9 (3)°. All the bond values are within normal ranges and are comparable with those in similar compounds reported on by Horkaew et al., 2011; Zhi et al., 2011; Huang & Wu, 2010; Shen et al., 2012; Zhu et al., 2012) .
In the crystal molecules are linked by intermolecular O-H···O and N-H···O hydrogen bonds and C-H···O interactions ( Table 1 and were mixed in methanol (60 ml). The mixture was refluxed for 30 min, then cooled to room temperature, yielding a colourless solution. Colourless block-like crystals of the title compound were formed when the solution was evaporated in air for several days.
Refinement
The amino H atom was located in a difference Fourier map and was refined isotropically, with the N-H distance restrained to 0.90 (1) Å. The OH and C-bound H-atoms were included in calculated positions and treated as riding atoms:
O-H = 0.82 Å, C-H = 0.93, 0.97 and 0.96 Å for CH, CH 2 and CH 3 , respectively, with U iso (H) = k × U eq (O,C), where k = 1.5 for OH and CH 3 H-atoms, and k = 1.2 for all other H-atoms.
Computing details
Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) . The molecular structure of the title molecule, with the atom numbering and displacement ellipsoids drawn at the 30% probability level. The intramolecular O-H···O hydrogen bond is drawn as a dashed line -see Table 1 for details. The crystal packing of the title compound, viewed along the a axis. Hydrogen bonds are drawn as dashed lines -see Table   1 for details. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-Hydroxy-N′-(5-hydroxy-2-nitrobenzylidene)-3-methylbenzohydrazide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.3407 (2) 0.5111 (2) 
